The authors studied the temporal epigenetic changes in a rat contusion model of spinal cord injury. They used ELISA technique to investigate the level of global histone H4 acetylation, GFAP and S100b from the perilesional region of the injured spinal cord. Although the study was interesting, there was insufficient data to make any firm conclusion. Furthermore, there are several major concerns:
Major concerns (in order of appearance): 1) In the abstract, the result section was very limited.
2) It was not clear how the perilesional spinal tissue was divided for global H4 acetylation and GFAP/S100b analysis since they have to be processed differently.
3) Not convinced the Pearson's correlation coefficient data is used correctly in the interpretation of results, especially the link with H4 acetylation and GFAP at 24h post injury. There are too many other cells type (e.g. neurones, microglia, neutrophils, macrophages) within the spinal cord injury site, and insufficient data to suggest GFAP levels are associated with lobal histone H4 acetylation after final cord injury. Experiment involving the use of HDAC inhibitor to show reduced global histone H4 acetylation and GFAP levels at a certain time point, and how this affect the functional outcome (e.g. BBB) after SCI would be useful. 4) Figure 1 . The original sham cord would be better than using a schematic diagram. 5) Placing the group names at the x-axis is more easier to the reader than having a graph legend. 
